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Peer-Reviewed Conference Contributions 

June 2011, 36th FEBS Congress, Torino, Italy, 

„Double-lock reaction mechanism in ATP synthase: Mechanical control by structural 

changes in the active sites” Febs Journal, 278, 96, 2011 

 

March 2011, 241st ACS Meeting, Anaheim, CA 



Murray-Rust, P.; Thomas, J.; Echenique, P.; Hanwell, M.; Phadungsukanan, W.; Westerhoff, 

L.; Beke-Somfai, T.; Rzepa, H.; „Memex for computational chemistry” 

Abstracts of Papers of the American Chemical Society 241,  2011 

 

June 2010, 35th FEBS Congress, Gothenburg, Sweden 

Beke-Somfai, T.; Lincoln, P.; Nordén, B. „The reaction mechanism in ATPsynthase: 

mechanical control by structural changes in the active sites” Febs Journal, 277, 274, 2010  

 

September 2004, 28th EPS, Prague, Czech Republic, 

Beke, T.; Perczel, A. „Secondary structures of -peptides: The unnatural behaviour of -

sheet” Peptides Proceedings, 700, 2005 

 

August 2002, 27th EPS, Sorrento, Italy, 

Beke T. ; Perczel A. „Secondary Structures of beta-Peptides: The Unnatural Behaviour or 

beta-Sheets”  Journal of Peptide Science, 10, 220, 2004 

 

Posters on International Symposia as Main Presenter: 30+ 


